Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.048; wR factor = 0.130; data-to-parameter ratio = 16.6. In the title compound, C 20 H 18 O 2 , the fused-ring systems are essentially planar (r.m.s. deviations of the nine fitted atoms = 0.009 and 0.027 Å ) and exhibit an orthogonal relationship [dihedral angle = 79.83 (5) ]. To a first approximation, the ketone-O atoms are directed to opposite sides of the molecule. A three-dimensional architecture arises in the crystal packing owing to C-HÁ Á ÁO, C-HÁ Á Á andinteractions [between centrosymmetrically related benzene rings with centroidcentroid distance = 3.7647 (10) Å ]. organic compounds o2314 Asiri et al.
Related literature
For the biological activity of related indan-1-one derivatives, see: Vera-DiVaio et al. (2009) . For a related structure see: Asiri et al. (2012) .
Experimental
Crystal data = 109.462 (7) V = 721.25 (9) Å 3 Z = 2 Mo K radiation = 0.09 mm À1 T = 100 K 0.40 Â 0.20 Â 0.10 mm
Data collection
Agilent SuperNova Dual diffractometer with an Atlas detector Absorption correction: multi-scan (CrysAlis PRO; Agilent, 2012) T min = 0.748, T max = 1.000 4961 measured reflections 3299 independent reflections 2663 reflections with I > 2(I) R int = 0.021 Refinement R[F 2 > 2(F 2 )] = 0.048 wR(F 2 ) = 0.130 S = 1.05 3299 reflections 199 parameters H-atom parameters constrained Á max = 0.29 e Å À3 Á min = À0.23 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C14-C19 benzene ring. Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz; (ii) Àx þ 2; Ày þ 1; Àz þ 1.
Data collection: CrysAlis PRO (Agilent, 2012); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
Comment
The motivation for the synthesis of the title compound, 2-[1-(1-oxo-2,3-dihydro-1H-inden-2-yl)ethyl]-2,3-dihydro-1Hinden-1-one (I), rests with its relationship to biologically active compounds (Vera-DiVaio et al., 2009) . Herein, the crystal and molecular structure of (I) is described in continuation of on-going structural studies of indan-1-one derivatives (Asiri et al., 2012) .
In (I), Fig. 1 , each fused ring system is planar [C1-containing system: r.m.s. deviation of the nine fitted atoms = 0.009 Å with maximum deviation of 0.012 (2) Å for atom C7; C19-containing system: 0.027 Å and 0.044 (2) Å for atom C13].
The dihedral angle between the indan-1-one residues = 79.83 (5)°, indicating an almost orthogonal relationship. To a first approximation the ketone-O atoms are directed to opposite sides of the molecule.
In the crystal packing, molecules are arranged in a three-dimensional architecture by C-H···O and C-H···π interactions, Table 1 , as well as π-π contacts between centrosymmetrically related C2-C6 benzene rings [inter-centroid distance = 3.7647 (10) Å for symmetry operation -x, -y, -z], Fig. 2 .
Experimental
A solution of acetaldehyde (0.44 g, 0.01 M) in ethanol (20 mL) was added to a stirred solution of 1-indanone (1.3 g,0.01 M) in (20%) ethanolic KOH (20 mL) and stirring was maintained at room temperature for 6 h. The reaction mixture was then poured onto water (200 mL) and set aside overnight. The precipitated solid product was collected by filtration, washed with water, dried and recrystallized from ethanol. M.P.: 413-414 K. Yield: 86%.
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H = 0.95-0.99 Å, U iso (H) = 1.2-1.5U eq (C)] and were included in the refinement in the riding model approximation. Owing to poor agreement, the (-8 1 5) reflection was omitted from the final cycles of refinement.
Computing details
Data collection: CrysAlis PRO (Agilent, 2012); cell refinement: CrysAlis PRO (Agilent, 2012); data reduction: CrysAlis PRO (Agilent, 2012); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010 A view in projection down the a axis of the unit-cell contents of (I). The C-H···O, C-H···π and π-π interactions are shown as orange, purple and blue dashed lines, respectively. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (6) 0.0086 (7) 0.0059 (7) C6 0.0188 (8) 0.0198 (8) 0.0203 (7) 0.0062 (7) 0.0083 (6) 0.0081 (7) C7 0.0160 (8) 0.0133 (7) 0.0175 (7) 0.0055 (6) 0.0053 (6) 0.0038 (6) C8 0.0152 (8) 0.0199 (8) 0.0206 (7) 0.0043 (6) 0.0056 (6) 0.0103 (7) C9 0.0141 (7) 0.0155 (7) 0.0183 (7) 0.0047 (6) 0.0064 (6) 0.0070 (6) C10 0.0136 (7) 0.0151 (7) 0.0139 (7) 0.0045 (6) 0.0050 (6) 0.0052 (6) C11 0.0167 (8) 0.0238 (8) 0.0193 (7) 0.0064 (7) 0.0050 (6) 0.0104 (7) (7) 0.0040 (6) 0.0020 (6) 0.0069 (7) C18 0.0161 (8) 0.0167 (7) 0.0160 (7) 0.0054 (6) 0.0039 (6) 0.0054 (6) C19 0.0143 (8) 0.0164 (7) 0.0144 (7) 0.0053 (6) 0.0042 (6) 0.0076 (6) C20 0.0156 (8) 0.0164 (7) 0.0130 (7) 0.0046 (6) 0.0040 (6) 0.0070 (6) supplementary materials sup-6
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Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
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Geometric parameters (Å, º)
O1-C1 1.2172 (18) C10-H10 1.0000 O2-C20 1.2200 (18) C11-H11A 0.9800 C1-C2 1.475 (2) C11-H11B 0.9800 C1-C9 1.537 (2) C11-H11C 0.9800 C2-C7 1.388 (2) C12-C20 1.532 (2) C2-C3 1.397 (2) C12-C13 1.537 (2) C3-C4 1.383 (2) C12-H12 1.0000 C3-H3 0.9500 C13-C14 1.508 (2) C4-C5 1.399 (2) C13-H13A 0.9900 C4-H4 0.9500 C13-H13B 0.9900 C5-C6 1.388 (2) C14-C19 1.388 (2) C5-H5 0.9500 C14-C15 1.394 (2) C6-C7 1.397 (2) C15-C16 1.389 (2) C6-H6 0.9500 C15-H15 0.9500 C7-C8 1.506 (2) C16-C17 1.398 (2) C8-C9 1.552 (2) C16-H16 0.9500 C8-H8A 0.9900 C17-C18 1.384 (2) C8-H8B 0.9900 C17-H17 0.9500 C9-C10 1.546 (2) C18-C19 1.396 (2) C9-H9 1.0000 C18-H18 0.9500 C10-C11 1.539 (2) C19-C20 1.481 (2) C10-C12 1.541 (2) 
